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Model system: Biotechnological relevance
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Model system: Fundamental importance
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Laboratory protocol
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Roume et al. Methods Enzymol. (2013) 531:219-36
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Laboratory protocol
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Labor-intensive and operator-dependent

proteinsmetabolites RNA DNASmall RNA
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Systematic measurements
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Integrated analysis

Muller et al. Trends in Microbiol (2013) 21:325-33
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Integrated analysis
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VizBin & Integrated Meta-omic Pipeline (IMP)
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Narayanasamy, Jarosz et al., BioRxiv (2016)
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http://r3lab.uni.lu/web/imp

Integrated meta-omics pipeline (IMP)
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Population lifestyle strategies
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Single-cell level resource usage

Sheik et al. ISME (2016), 10: 1274-1249

Sludge bioreactor High-resolution microscopy
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Roume, Buschart et al. Microbiome and Biofilms (2015), 1:15007
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Community dynamics
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Outlook: From discovery to mechanism
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Supplementary: TECAN robot for high-throughput platform
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Shotgun sequencing
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IMP summary report
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IMP-VizBin: % G + C
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IMP-VizBin: Length, MG-depth
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IMP-VizBin: Length, MT-depth
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IMP-VizBin: MG variant density

44
Laczny et al. Scientific Reports (2014), 4: 4516

Laczny et al. Microbiome (2015), 3: 1

Narayanasamy & Jarosz et al., in prep; Supp. Figure



IMP-VizBin: MT variant density
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IMP-VizBin: MT/MG depth
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